DNA Relationships Explained: Known Relatives

By Sara Allen
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Instructions for using this chart:

* 1. Across the top row find the common ancestors' relationship to you.

e 2.1n the left hand column find the common ancestors' relationship to the other individual.
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Relationship

How Many Centimorgans Do
You Share with Your Relatives?
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Why this chart and not company predictions?
Itis preferrad that you personally interpret the DA share ve taking the company's refationship prediction at face value |

Where to find your DNA share:
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share)
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1Eyou preferworking wih percentages (roost of the adrmns daj, then take the total oM share and divide by 71 6 to get an spproximate From D NA D ETECTIVES
percentage for FTONA and GEDmatch Far Ancestry com, divicte ly 68,

FACEBOOK Page
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1Fyou beleive vou ste dealng with an snormaly or an cuther the onty method 10 knewefor cartain (s o test an adeditional faeniy membies
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Shared Centimorgan Project > https://dnapainter.com/tools/sharedcmv4

The Shared cM Project 4.0 tool v4
Read more about the tool and this update

March 2020 Enter the total number of cM for your match:  How to read this chart
Blsine T. Bettingsr [ o Relstionship.
warw thegeneticgeneslogist com . ol Average
More about this project o Range

GG 4.0 Attribution License or enter % m(;"'mw'-)
Interactive version v4 by Jonny Perl at DNA Painter - -

Click here to contribute data to the shared oM project Then any relationships that fit will stand out below

Last updated 26th March 2020 = Read more about cousin relationships

‘Other versions.
New: with option to add a second amount
Bata with updated probabilties
‘With editable boxes.
Shared cM 3.0 (2017) version
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